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The four base nucleotides are Strand ( mapped to these musical 
intervals and timbres: 

3 Strand b i  

A C G T 
A marimba xylophone synth sine muted gtr 

5 Strand ( 
BI& tihe pairings on DNA are 
wi& tihe complements. 

Each eodm specifying an amiao acid is set as a 
rhythmic and melodic figure as shown cm the right, 
and t~a~sgmsed  according to the table h i o w :  

Ih1ni;no koid Single 
let& code 

(?9t@@B X 
& w m  H 
A q i b b  R 
L@W K 

Methionine (start) M 
M i n e  P 
I t d w i m  I 
liewi~he L 
Vdim V 
Alakw A 

Base 
Pitch 
B6 
Bb6 
A4 
A& 
G-6 
F#6 
F6 
E 5  
Eb6 
D6 
Db6 
C6 
B5 
Bb5 
A5 
Ab5 
G5 
F#5 
F5 
E5 
Eb5 

MaxIMSP lookup table: 
(protein, midi notes;) 

A particular DNA sequence of interest was run through an algorithm (a set of rules) in software (MAXIMSP) 
which automatically does the mappings, and the output MIDI notes drive a synthesizer. I mixed the 5- 
strand track, the 3-strand track, a track representing the amino acidlcodon information, and a track of drums 
which clarified the sequential/rhytiimic structure suggested by the DNA "ladder". Finally, I applied two 
filters to the above tracks which undulate at the rate of once every 10 bases (one offset from the other about 
3 bases) to suggest the twining or twisting of the "ladder". 


